Suppl. Figure 1: Optimization of CHIR99021 concentration. Flow cytometric analysis was carried out at day 18 of differentiation. Left histograms shows cells in each group were stained with isotype (grey histogram) or TNNT2-specific (red histogram) antibodies and the numbers inside the graphs represent the percentage of TNNT2-positive cells, and right bar chart shows statistical analysis of the differences in the percentage of TNNT2-positive cells in six concentration of CHIR99021 in micro molarity. Data are shown as mean ± SD of four independent biological replicates. Statistical analyses of data were performed by one-way ANOVA with Bonferroni's multiple comparison post hoc. P < 0.05 was considered as a statistically significant difference.
Suppl. Figure S2 : Effect of the initial hiPSC seeding density on cardiac differentiation by applying a published protocol. (A) Flow cytometric analysis was carried out at day 18 of differentiation. Left histograms shows cells in each group were stained with isotype (grey histogram) or TNNT2-specific (red histogram) antibodies and the numbers inside the graphs represent the percentage of TNNT2-positive cells, and right bar chart shows statistical analysis of the differences in the percentage of TNNT2-positive cells in nine seeding density groups. Data are shown as mean ± SD of four independent biological replicates. Statistical analyses of data in panels A right bar chart and B were performed by one-way ANOVA with Bonferroni's multiple comparison post hoc. P < 0.05 was considered as a statistically Suppl. Figure S3 : Determination and following up of hiPSC-CM sub-types by immunostaining of cardiac protein marker of six time points of the differentiation process. (A) Flow cytometric analysis was carried out at day 10, 20, 30, 40, 50, and 60 of differentiation time points. Left scatter plot shows cells in each time point were unstained (grey dots) or double stained for TNNT2:α-Actinin (red dots) antibodies and the numbers inside the graphs plot in the upper right square represent the percentage of TNNT2:α-Actinin positive cells inside NP0040-CM, and right bar chart shows mean ± SD of three independent biological replicates in the percentage of TNNT2:α-Actinin-positive cells in six differentiation time points. (B) Flow cytometric analysis was carried out at day 10, 20, 30, 40, 50, and 60 of differentiation time points. Left scatter plot shows cells in each time point were unstained (grey dots) or stained (red dots) for Mlc2v in the lower right square, and Mlc2a in upper right square inside the graphs plot represent the percentage of Mlc2v and Mlc2a positive cells NP0040-CM, respectively and right bar chart shows mean ± SD of three independent biological replicates in the percentage of Mlc2v and Mlc2a-positive cells in six differentiation time points. 
